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FIGURES 



Figure 1. Diagrams for some P-DNA vectors 
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Figure 2. Alignment of potato and tobacco invertase inhibitor proteins 



A. 



St-inhl MRNLFP I LML I TNLALNN DNNNNNNNNNN YNLI HATCRETP Y Y SLCLTTLQSG PRSNE VE 60 

Nt-inhh MRNLFPIFMLITNLAFN-DNNNSNN 1 1 NTTCRATTN YPLCLTT LH S DPRT S EAE 53 

*******.*******.* **** # ** .*..*** * # * # ****** : * # ** ; t * t * 

St-inhl GGDAITTLGLIMVDAVKSKSIEIMEKIKELEKSNPEWRAPLSQCYVAYNAVLRADVTVAV 120 

Nt-inhh GAD-LTTLGLVMVDAVKLKSIEIMKSIKKLEKSNPELBLLPLSQCYIVYYAVLHADVTVAV 112 

* * .*****.****** ******. m ** ; ******* * *****★.,* ***.******* 

St-inhl EALKKGAPKFAEDGMDDWAEAQTCEYSFNYYNKLDFPISNLSREIIELSKVAKSIIRML 180 

Nt-inhh EALKRGVPKFAENGMVDVAVEAETCEFSFK-YNGLVSPVSDMNKEIIELSSVAKSIIRML 171 

*♦**.* t ***** . ** ** # .** : *** ;** : ** * *.*. ; t .****** ( ********* 

St-inhl L 181 

Nt-inhh L 172 

* 



B. 

St-inhl MRNLFPILMLITbniALNNDNNNNNNNNNNYNLIHATCRETPYYSLCLTTLQSGPRSNEVE 60 

Nt-inhl MKNLI FLTMFLT I LLQTN ANN L VETTCKNT PN YQLCLKTLL S DKRS — AT 4 8 

*.**. . *..* * .* ** *:.:**::** *.***.** *. ** 

St-inhl GGDAITTLGLIMVDAVKSKSIEIMEKIKELEKSNP— EWRAPLSQCYVAYNAVLRADVTV 118 

Nt-inhl G— DITTLALIMVDAIKAKANQAAVTISKLRHSNPPAAWKGPLKNCAFSYKVILTASLPE 106 

* **** > ****** ; * .* . . .*.:*.:*** *:.**.:* .:*:.:* 

St-inhl AVEALKKGAPKFAEDGMDDWAEAQTCEYSFNYYNKLDFPISNLSREIIELSKVAKSIIR 178 

Nt-inhl AIEALTKGDPKFAEDGMVGSSGDAQECE— EYFKGSKSPFSALNIAVHELSDVGRAIVR 163 

★ : *** € ** ******** . , : ** ** ;*:: . * : * *. : ***.*.::*:* 

St-inhl MLL 181 

Nt-inhl NLL 166 
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Figure 3. Gene-free expression cassettes 
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Fieure 4 Alignment of the 3>-end of tuber-expressed PPO genes and trailers associated with these genes. 
Stop codons (' TAA') are underlined. The trailer sequence used for genetic modification of potato plants was 
isolated from T-PP03\ and is downstream from the stop codon CTTAGTC. . . ACAATT). 



P-PP03 

PPOM-41 

PPOM-44 

P-PP03 

PPOM-41 

PPOM-44 

P-PP03 

PPOM-41 

PPOM-44 

P-PP03 

PPOM-41 

PPOM-44 

P^PP03 

PPOM-41 
PPOM-44 



CTGGCGATAACGGAACTGTTGGAGGATATTGGTTTGGAAGATGAAGATACTATTGCGGTG 60 
CTGGCGATAACGGAACTGTTGGAGGATATTGGATTGGAAGATGAAGATACTATTGCGGTA 60 
CTGGCGATAACGGAACTGTTGGAGGATAATGGATTGGAAGATGAAGGTACTATNGCGGTA 60 

ACTCTGGTGCCAAAGAGAGGTGGTGAAGGTATCTCCATTGAAAGTGCGACGATCAGTCTT 120 
ACTTTGGTTCCAAAAGTAGGTGGTGAAGGTGTATCCATTGAAAGTGTGGAGATCAAGCTT ^20 
ACTTTGGTTCCAAAAGTTGGTGGTGAAGGTGTATCCATTGAAAGTGCGGAGATCAAGCTT 120 

GCAGATTGTTAATTAGTCTCTA-TTGA-ATCTGCTG AGATTACAC-TTTGATGGAT 173 

GAGGATTGTTAAGTCCTCATGAGTTGGTGGCTACGGTACCAAATTTTATGTTTAATTAGT 180 
GAGGATTGTTMGTCCTCATGAGTTGGTGGCTATGGTACCAAATTNTATGTTTAATTAGT 180 

GATGCTCTGTT— TTTGTTTTCTTGTTCTGTTTTTTCCTC-TGTTGAAATCAGCTTTGTT 230 
ATTAATGTGTGTATGTGTTTGATTATGTTTCGGTTAAAATGTATCAGCTGGATAGCTGAT 240 
ATTAATGTGTG TGTTTGATTATGTTTCGGTTAAAATGTATCANCTGGATAGCTGAT 236 

GgT'TGATTTe AT-TG AAGTTGTT ATTC AAGAA- T AAATC AGTTA- C AATT 277 

TACTAGCCTTGCCAGTTGTTAATGCTATGTATGAAATAAATAAATAAATGGTTGTCTTCT 300 
TACTAGCCTTCCCAGTTGTTAATGCTATGTATGAAATACATAAATAAATGGTTGTCTTCC 296 
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Figure 5. Diagrams for some LifeSupport vectors 
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